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3 <110> APPLICANT: HEINZ, ERNST 

4 GIRKE, THOMAS 

5 SCHEFFLER, JODI 

6 SILVA, OSWALDO DA COSTA E 

8 <120> TITLE OF INVENTION: PLANTS EXPRESSING DELTA- 6 -DESATURASE GENES, 

9 PUFAS- CONTAINING OILS FROM THESE PLANTS, AND A PROCESS 
10 FOR THE PREPARATION OF UNSATURATED FATTY ACIDS 



12 <130> FILE REFERENCE: 0093/000032 

14 <140> CURRENT APPLICATION NUMBER: 10/019, 048B 

15 <141> CURRENT FILING DATE: 2001-12-27 

17 <150> PRIOR APPLICATION NUMBER: DE 10030976.3 

18 <151> PRIOR FILING DATE: 2000-06-03 

20 <150> PRIOR APPLICATION NUMBER: 09/347,531 

21 <151> PRIOR FILING DATE: 1999-07-06 
23 <160> NUMBER OF SEQ ID NOS : 13 

25 <170> SOFTWARE: Patentln Ver. 3.3 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 2012 

29 <212> TYPE: DNA 

3 0 <213> ORGANISM: Physcomitrella patens 

32 <220> FEATURE: 

33 <221> NAME/KEY: CDS 

34 <222> LOCATION: (319) ..( 1896) 
3 6 <400> SEQUENCE: 1 

3 7 ccgagtcgcg gatcagccat cgcccgccca gggccgcctg cattgtgtgg gacggtgttg 60 
3 9 gaggaggagg cagatgcgcg ggcgttggtg gagtcgtcat ccgaggatct actgcggcaa 120 
41 tacctccggg ttttggagcg ggcaaactct gttgcggctc ggaaggctat aggttcggca 180 
43 ggagactgtt gattttatgt cgggggcatt gccattgtgg agagcggggg agactcagga 240 
45 tctgtgagtg tgcgtgcagc gccccgactg ccgcagagcg tctgtgtatg acgaggttgt 300 
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183 ggcagttgct tgtttgtttt ggggtgaatg accgaatgta ctggcatcca ttcttctgta 1996 

185 gecatcaatt ttgaac 2012 

188 <210> SEQ ID NO: 2 

189 <211> LENGTH: 525 

190 <212> TYPE: PRT 

191 <213> ORGANISM: Physcomitrella patens 

193 <400> SEQUENCE: 2 

194 Met Val Phe Ala Gly Gly Gly Leu Gin Gin Gly Ser Leu Glu Glu Asn 

195 15 10 15 
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291 515 520 525 

295 <210> SEQ ID NO: 3 

296 <211> LENGTH: 6 

2 97 <212> TYPE: PRT 

298 <213> ORGANISM: Artificial Sequence 

300 <220> FEATURE: 

301 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

302 peptide 

3 04 <400> SEQUENCE: 3 

3 05 Ser Glu Lys Asp Glu Leu 
306 1 5 

309 <210> SEQ ID NO: 4 

310 <211> LENGTH: 20 

311 <212> TYPE: DNA 

312 <213> ORGANISM: Artificial Sequence 

314 <220> FEATURE: 

315 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

316 oligonucleotide 

318 <220> FEATURE: 

319 <221> NAME/KEY: modif ied_base 

320 <222> LOCATION: (15) 

321 <223> OTHER INFORMATION: Inosine 
323 <400> SEQUENCE: 4 

W--> 324 tggtggaart ggamncayaa 20 

327 <210> SEQ ID NO: 5 

328 <211> LENGTH: 17 

329 <212> TYPE: DNA 

330 <213> ORGANISM: Artificial Sequence 

332 <220> FEATURE: 

333 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

334 oligonucleotide 

336 <220> FEATURE: 

337 <221> NAME/KEY: modif ied_base 

338 <222> LOCATION: (6) 

339 <223> OTHER INFORMATION: a, c, g, or t 
341 <400> SEQUENCE: 5 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:4; N Pos . 15 
Seq#:5; N Pos. 6 
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VERIFICATION SUMMARY DATE: 08/01/2006 

PATENT APPLICATION: US/10/019 , 048B TIME: 10:10:50 

Input Set : A:\00930032.APP 

Output Set: N:\CRF4\08012006\J019048B.raw 

L:324 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:4 after pos . : 0 
L:342 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos . : 0 
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